Unveiling Genome-Wide DNA Variationin 15
Diverse Mouse Strains: Using Mouse Genetics and
Genomics to Understand Human Disease

Day 1: Tuesday, September 26, 2005

8:00 - 9:00 am
9:00 - 9:15am

9:15 - 11:55 am

9:15 - 9:35am

9:35 - 10:25 am

10:25 - 10:40 am
10:40 - 11:30 am

11:30 - 1:30 pm
1:30 - 4:45 pm

1:30 - 1:50 pm

1:505 - 2:40 pm

2:40 - 3:30 pm

Registration
Welcome and Overview Introduction and History

Session 1: Approaches to Understanding Genetic
Susceptibility to Environmental Carcinogenesis

Introduction to Gene-Environment Interactions in
Cancer

Gene-Environment Interaction in a Mouse Model for
Susceptibility to Carcinogen Induced DNA

Break

Genetic Architecture of Carcinogen-Induced
Colorectal Cancer

Lunch

Session 2: Gene-Environment Interactions in
Parkinson’s Disease

Epidemiology of Genes, Environment, and
Neurological Disorders

Gene-Environment Interactions in Human
Parkinson's Disease

Gene-Environment Interactions in Mouse Models of
Parkinson's Disease



3:30 - 3:45 pm Break

3:45 - 4:55 pm SNPs, Microarrays, and the Use of Mouse Reference
Panels for Collaborative Research

4:55 pm Adjourn

9:00 am - 12:30 pm Session 3: Mouse Genome and SNP Discovery

9:00 - 9:10 am Overview of Mouse Genomics

9:10 - 9:55 am Analysis of Large-Scale Variation and
Segmental Duplication in the Mouse Genome

9:55 - 10:40 am SNP Discovery Across 15 Mouse Strains

10:40 - 10:50 am Break
10:50 - 11:35 am Haplotype Analysis of the Mouse Genome

11:35 -12:20 pm Whole Genome Association in Inbred Mouse
Strains

12:20 - 1:3 pm Lunch

1:30 - 4:30 pm Session 4: Interactive Session

1:30 - 2:00 pm Haploview

2:00 - 2:30 pm Mouse Phenome Association Database

2:30 - 4:30 pm Hands-On Computer Session

4:30 pm Adjourn



